Abstract
mechanisms, the net result, conformation-dependent binding of further regulators, is equivalent. These data introduce a concept where the According to the``enhanceosome'' theorem, enhancer 46 regions of eukaryotic genes mediate the assembly of 47 stereo-speci®c, multiprotein-containing transcription fac-48 tor complexes [2] . These assemblies, rather than single by the side chain of an exposed hydrophobic residue 
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The distinct dimeric arrangements allow differential 300 recruitment of cofactors, which exert diverse effects on 301 transcription (outlined schematically in Fig. 3 
